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Introduction - Studies and Statistics 
 
IMG contains methylomics data from various studies. These data can be explored starting with              
the landing page illustrated in Figure 1. 
 

 
Figure 1. Methylomics landing page – Experiments tab 
 
The Experiments tab on the landing page lists all the methylomics studies in IMG, the genome                
for the study, the chemistry type used, total samples, and the number of unique motifs (Fig. 1). 
 
 
  



The Stats by Chemistry tab lists the present motif modifications and the frequency of              
modification of each motif for each chemistry type (Fig. 2). 
 

 
Figure 2. Methylomics landing page – Stats by Chemistry tab – table view 
 
 
  



Stats by Chemistry can also be displayed graphically – see Fig. 2b below – by clicking on                 
“Graphical View”. 
 

 
Figure 2b. Stats by Chemistry tab – graphical view 
 
 
  



The Explore Motifs tab - each motif can be observed in multiple genomes under various               
experimental conditions (Fig. 3). Choose Stats by Motifs to see a chart displaying the fraction               
modified for each selected motif (Fig. 3b). Choose Generate Tree to view the occurrence of               
motifs in the context of the taxonomic lineage of the genomes in which they are observed (Fig.                 
3c). 
 

 
Figure 3. Methylomics landing page – Explore Motifs tab 



 
 

 
Figure 3b. Explore Motifs – Stats by Motifs 
 



 
Figure 3c. Explore Motifs – Motifs by Taxonomy 
 
 
  



The Stats by Function tab displays the modification count for a given function for each               
experiment in a heat map (Fig. 4). 
 

  
Figure 4. Methylomics landing page - Stats by Function tab 
 

    
 
  



Individual Methylomics Study Details 
 
There are 2 ways to get to an individual experiment page. The first way is from the genome                  
details page (Fig. 5b). If a genome has associated methylomics studies, there will be a link to                 
“Methylomics Experiments” at the top of the details page. The second way is from the main                
Methylomics landing page by clicking on an Experiment name (Fig. 1). 
 

 
Figure 5. Example of a Methylomics Study – Experiment page 
 

 
Figure 5b. Genome Detail page 
 

    
 



To view the detailed table (Fig. 6) of all the base modifications for a given sample, click on the                   
sample name from the study page (Fig. 5). The Chromosome Viewer button links to the               
chromosome viewer displaying areas of methylation (Fig. 7). 
 

 
Figure 6. Base modifications for a sample 
 

    
 



 
Figure 7. Chromosome Viewer – methylation display 
 

    
 
  



To view the summary of motifs for an individual study, click on the count of unique motifs for a                   
given sample from the study page (Fig. 5). 
 

 

 
Figure 8. Motif Summary for a methylomics sample 
 
The Motif Summary displays all the details of the motifs for the selected sample in a table.                 
Below the table is a detailed chromosome sequence and a gene neighborhood for the current               



sequence range. Clicking on any given motif in the table will highlight that motif on the                
chromosome sequence. 
 


